Inventort O'CONNOR et al. 
SN Oa/76l,08(VSheet 1 of 15 
Atty. Dkt: 117-328 



1/15 



Figure 1a 
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Figure 3a 
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Figure 4a 
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Figure 6a 
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Figure 7b 
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Figure 9a 
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Figure 10a 
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